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Table 1

Tablel. Proportion of materials for sake mashing

moto® soe naka tome

Rice (g) 70 140 280 510
for steaming 47 101 218 406
for koji 23 39 62 104

Water (ml) 70 133 336 811

& moto (kimoto and sokujo-moto) were made on
an industrial scale in our factory following the
conventiona procedure. The temperature of mash
was 15°C at soe and naka, and 9°C at tome.
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Table 2
Table2. Amino acid composition of the amino acid mixture and
the peptide preparation from rice protein
Amino acid mixture Peptide preparation from rice
protein

Free amino acid Free amino acid Peptide

mole % mole %
Asx 10.7 0.6 11.5
Thr 3.8 0.0 45
Ser 7.0 0.0 7.6
Glx 15.6 0.1 16.7
Pro 5.9 0.0 55
Gly 8.6 0.3 10.2
Ala 8.3 0.3 6.7
Cys 0.7 0.0 0.9
vd 5.6 0.0 5.9
Met 1.3 0.0 1.2
lle 2.6 0.0 2.6
Leu 7.2 0.0 55
Tyr 3.5 0.0 3.8
Phe 4.2 0.0 3.3
Lys 4.3 1.9 1.8
His 2.3 0.0 1.1
Arg 8.5 6.0 2.1
Total 100 9.2 90.8

10
2x 107
pH 5.6 50 mM
200 pl 20% 100 pl 30 30
200 pl 30 10

9)



18,000x g 15

TNBS(2,4,6-trinitrobenze-

nesulufonic acid)

Fig. 1(A) Table 3

Table 3. Amino acid content and peptide content in seed
mashes, kimoto and sokujo-moto.

Seed mash @ Amino acid (mM) Peptide (mMM)
kimoto 54 43
sokujo-moto 13 67

& Seed mashes (kimoto and sokujo-moto) were made on industrial
scale in our factory following the conventional procedure. The
amino acid content was assayed on amino acid analyzer (Hitachi
Co,, Ltd.), and the peptide content was determined by the acid
hydrolysis method.
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FIG. 1. Time courses of amino acid content (® ,° ) and peptide content (® O ) in the
main mash (A), and in the microorganism -free main mash (B), seeded with kimoto (solid
symbols) or with sokujo-moto (open symbols). For producing microorganism-free main
mash, kimoto and sokujo-moto (133 g, respectively) were centrifuged at 18,000 g for 15
min to remove yeast cells. Each supernatant was supplemented with 4 g of sodium azide
in order to arrest the growth of microorganisms, and was used in place of seed mashes.
Other operations were carried out according to Table 1. The amino acid content was
assayed using an amino acid analyzer (Hitachi Co. Ltd.), and the peptide content was
determined by the acid hydrolysis method.
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FIG. 2. Time courses of amino acid concentration (open symbols) and Gly-Leu
concentration (solid symbols) in the culture medium. Yeast cells (107) were inoculated to
10 ml of Wickerham's minimal medium (9) with the nitrogen source replaced with 2 mM
(o ,# ), 10mM ( ,A), or 27 mM( , ) of amino acid mixture (Table 2) containing 1
mM of Gly-Leu. The culture was carried out at 15°C for 96 h.
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FIG. 3. Amino acid uptake and peptide uptake abilities of yeast cells. Yeast cells
were cultured at 15°C for 96 h in Wickerham’s minimal medium with the nitrogen
source replaced with 26 mM of amino acid mixture, A (M), 7.8 mM of peptides
prepared from rice protein, B (), and the mixture of A and B at 1:1 (H),
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